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MLAAPINPSDINMIQGNYGLLPELPAVGGNEGVAQVVAVGSNVTGLKPGDWVIPANAGLG 
TWRTEAVFSEEALIQVPSDIPLQSAATLGVNPCTAYRMLMDFEQLQPGDSVIQNASNSGV 
GQAVIQIAAALGLRTINWRDRPDIQKLSDRLKSLGAEHVITEEELRRPEMKNFFKDMPQ 
PRLALNCVGGKSSTELLRQLARGGTMVTYGGMAKQPWASVSLLIFKDLKLRGFWLSQWK 
KDHSPDQFKELILTLCDLIRRGQLTAPACSQVPLQDYQSALEASMKPFISSKQILTM 



FIGURE 1 




>8Bpro 

MWVCS TLWRVRT PARQWRGLL PAS GCHGPAAS SYSASAE P ARVRALV YGHHG D PAKWEL 
KNLELAAVRGSDVRVKMLAAPINPSDINMIQGNYGLLPELPAVGGNEGVAQWAVGSNVT 
GLKPGDWVIPANAGLGTWRTEAVFSEEALIQVPSDIPLQSAATLGVNPCTAYRMLMDFEQ 
LQPGDSVIQNASNSGVGQAVIQIAAALGLRTINWRDRPDIQKLSDRLKSLGAEHVITEE 
ELRRPEMKNFFKDMPQPRLALNCVGGKSSTELLRQLARGGTMVTYGGMAKQPVVASVSLL 
IFKDLKLRGFWLSQWKKDHSPDQFKELILTLCDLIRRGQLTAPACSQVPLQDYQSALEAS 
MKPFISSKQILTM 



FIGURE 2 



adh__zinc: domain 1 of 1, from 1 to 2 97: score 163.0, E = 5.2e-45 

* - >pleveevpvpepgpgeVlvkvkaaGiCgsDlhiykgglGlmypgpgd 
1 aa i++sD+ +++g y+ 
8Apro 1 ML AAPINPSDINMIQGN YGLL-- 21 

gthlfpvklPlvlGHEgaGWeeVGsgVtgfklkvgkf3cvGDrVwlplv 
+ IP v+G Eg+ +V++VGs+Vtg +k+GD V+++ + 

8Apro 22 PELPAVGGNEGVAQWAVGSNVTG LKPGDWVI PANAG 58 

gcCgrgsaeCefCkgsGrenlCpkgratgpgkGlmpndgf ggf tpkkqga 

8Apro 59 L 59 

PckGkdgyhfmgdGgf aEYwvparrndyfwkiPdglddeipleeaeaA 
G++ + +v ++ ++ +P ++ pi A 
8Apro 60 GTWRTEAVFSEE ALIQVPSDI PLQS A 85 

allgcaglTaygalvraakvgslppGdtVlVhGaGGGVGlaAvqlAkaaG 
a lg++ +Tay++1 ++++ 1+pGd+V + GVG+a++q+A a+G 
8Apro 86 ATLGVNPCTAYRMLMDFEQ LQPGDSVIQNASNSGVGQAVIQIAAALG 132 

AarViavdssed . pekklelAkelGAdldadf vnnskglptvnddrkedf 
+++ +v ++d ++ + 1+ +1G a++v+ ++e 
8Apro 133 LRTINWRDRPDiQKLSDRLK-SLG AEHVIT EEELR 167 

ve a ike 1 tgGr ngagGvDw 1 dcvG igl gga t ldaa 1 a 1 1 kpgGr 1 wvG 
++k +++ + + +l+c +gg++ ++1+ l++gG++v+ g 

8Apro 168 RPEMKETFFKDM PQPRLALNC VGGKS S TELLRQLARGGTMVTYG 210 

pkvavGvpgggapipl . . lllkeeeklyersikGsf Iggrkprlsvlsvd 
G++ ++ +++ l++k ++++G++l+++k + 



SApro 211 GMAKQPWASVslLIFKD LKLRGF WL S QWKKD 242 

ttpdelrealdllasgikdkngkgvldplithtlpplddsleeaneAfel 
++pd ++e++ 1 ++i+ +g+l ++p i + + A+e+ 

8Apro 243 HSPDQFKELILTLCDLIR RGQLTAPACSQVP - LQ DYQSALEA 283 

lesgkh.gkwlip<-* 
++ ++ k++l++ 
8Apro 284 SMKPFIsSKQILTM 297 



FIGURE 3 



adh_zinc: domain 1 of 1, from 57 to 373: score 212.3, E = 7.4e-60 

* - >pleveevpvpepgpgeVlvkvkaaGiCgsDlhiykgglGlmypgpgd 
++e++ +++ + +V+vk++aa i++sD+ +++g y+ 
8Bpro 57 WELKNLELAAVRGSDVRVKMLAAPINPSDINMIQGN YGLL-- 97 

gthlfpvklPlvlGHEgaGWeeVGsgVtgfklkvgkfkvGDrVwlplv 
+ IP v+G Eg+ +V++VGs+Vtg +k+GD V+++ + 

8Bpro 98 PEL PAVGGNEGVAQ WAVGSNVTG LKPGDWVI PANAG 134 

gcCgrgsaeCef CkgsGrenlCpkgratgpgkGlmpndgf ggf tpkkqga 

8Bpro 135 L 13 5 

PckGkdgyhfmgdGgf aEYwvparrndyfwkiPdglddeipleeaeaA 
G++ + +v ++ ++ +P ++ pi A 
8Bpro 136 GTWRTEAVFSEE ALIQVPSDI PLQS A 161 

allgcaglTaygalvraakvgslppGdtVlVhGaGGGVGlaAvqlAkaaG 
a lg++ +Tay++1 ++++ 1+pGd+V + GVG+a++q+A a+G 



8Bpro 162 ATLGVNPCTAYRMLMDFEQ LQPGD S VI QNASNS GVGQAVI Q I AAALG 208 

AarViavdssed.pekklelAkelGAdldadfvnnskglptvnddrkedf 
+++ +v ++d ++ + 1+ +1G a++v+ ++e 
8Bpro 209 LRTINWRDRPDiQKLSDRLK-SLG AEHVIT EEELR 243 

veaikeltgGrngagGvDwldcvGiglggatldaalallkpgGrlwvG 
++k +++ + + +l+c +gg++ ++1+ l++gG++v+ G 
8Bpro 244 RPEMKNFFKDM PQPRLALNC VGGKS STELLRQLARGGTMVTYG 286 

pkvavGvpgggapipl . . lllkeeeklyersikGsf lggrkprlsvlsvd 
G++ ++ +++ l++k ++++G++l+++k + 
8Bpro 287 GMAKQPWASVs 1LIFKD LKLRGFWLSQWKKD 318 

ttpdelrealdllasgikdkngkgvldplithtlpplddsleeaneAfel 
++pd ++e++ 1 ++i+ +g+l ++p 1 + + A+e+ 

8Bpro 319 HSPDQFKELILTLCDLIR RGQLTAPACSQVP-LQ DYQSALEA 359 

le sgkh . gkwl ip< - * 
++ ++ k++l++ 
8Bpro 360 SMKPFIsSKQII/TM 373 



FIGURE 4 



